Over the last four years, Brassica farmers across diverse regions of South Africa (SA) have observed a new disease called 'Brassica stunting disorder'. The disease affects various Brassica species, but cabbages (Brassica oleracea var capitata) appear to be the most affected. The disease is characterized by stunted plants, flattening and sometimes purpling of the leaves, side shoot development, vascular discoloration in the stem and/or midrib of leaves, poor root development, low yield and low quality of the final product, thereby reducing the market value. In order to develop effective disease management practices and ensure continued sustainable production of Brassica crops in SA, the disease causal agent(s) needed to be identified. To this end, healthy and diseased cabbages were collected in Brits (North West) in July 2014. Nucleic acid (DNA and RNA) was isolated from two healthy control plants and six symptomatic plants. Total RNA was converted to cDNA using the TransPlex whole transcriptome amplification kit (Sigma, USA) according to the manufacturer's instructions. Both DNA and cDNA were prepared using the Nextera DNA sample preparation kit (Illumina) and sequenced using an Illumina HiSeq 2500, using 4 Truseq SBS chemistry with read lengths of paired-ends

